ABSTRACT We report the draft genome sequences of type strains for Dioszegia crocea and its closely related species Dioszegia aurantiaca, which should improve our understanding of the epiphytic phylloplane yeasts. These data will also have implications for the plant microbiome, since Dioszegia is considered a microbial "hub" taxon.
cmscan (1.1.1) (17) , RepeatMasker (open-4.0.5) (http://www.repeatmasker.org/), and RepeatRunner (18) . The assemblies and annotations are summarized in Table 1 .
Our data should help elucidate the properties of not only Dioszegia species but also other epiphytic phylloplane yeasts. Recently, Agler et al. (19) reported that Dioszegia is one of the microbial "hub" taxa that play important roles in the plant-microorganism relationship; thus, we believe that our genomic information will also have implications for the plant microbiome.
Data availability. The genome sequences have been deposited at DDBJ/EMBL/ GenBank under BioProject no. PRJDB3718 with accession no. BCKK00000000 (for D. crocea JCM 2961) and PRJDB3721 with accession no. BCKN00000000 (for D. aurantiaca JCM 2956). The annotations are available via the JCM website (https://www.jcm.riken .jp/cgi-bin/nbrp/nbrp_list.cgi). 
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